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- ~ Hllumina, MiSeq System -

= ~ Life technologies, lon PGM™System -

= ~ Agilent 2100 Bioanalyzer system o
FZ0E R ER .%Lfi*’?ﬁ#%%ﬁ%@ FRE o
SwiE O ARBRBED ZHFLE G

JR A% B # 24

Targeted Resequencing

PCR Amplicon

FASTQ Format ~ Alignment ~ Variant Calling

Metagenomics 16s rRNA | FASTQ Format ~ Classification of Reads

Custom Amplicon

FASTQ Format ~ Alignment ~ Variant Calling

Cancer Panel

FASTQ Format ~ Alignment ~ Variant Calling

Small Genome Seque

ncing

Resequencing

FASTQ Format ~ Alignment ~ Variant Calling

de novo

FASTQ Format~Contig Sequences~ Assembly Table

Small RNA Sequencing FASTQ Format
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1.260/280 ratio = 1.8-2.0 > 260/230 ratio > 1.7 -

2.Agarose gel to verify that sample is high molecular
weight and no degradation on a 1% agarose gel.

= RNA # &

’

1.260/280 ratio 1.8-2.2 » 260/230 ratio > 1.7 -

2.0n a 1% formaldehyde-agarose gel. High quality RNA
shows a 28S rRNA band at 4.5 kb that should be twice
the intensity of the 18S rRNA band at 1.9 kb. The
MRNA will appear as a smear from 0.5-12 kb -
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Library Preparation(per sample)
DNA < 20Mb $5,000 $6,000
>20 Mb $16,000 $20,000
Small RNA $17,000 $21,000
RNA-seq (rRNA Depletion) $18,000 $22,000
RNA-seq (Poly A) $14,000 $17,000
CHIP-seq $16,000 $20,000
Exome-seq YRR AR
Cancer panel Amplicon LA N R Sl
Custom Amplicon LA N R Sl
MiSeq Sequencing Run(per run)
50 cycles V2 $40,000 $48,000
300 cycles V2 $55,000 $69,000
500 cycles V2 $65,000 $82,000
150 cycles V3 $50,000 $60,000
600 cycles V3 $80,000 $96,000

54 i

A EHRAY FEIME RIS FRER 2 BGE o 0
—r;,]—% ;\:’}‘Dé;ééj\?

¥ ¢k ﬁ'}}’ PR & 5&113\—%‘ ) ;ﬁ—#i?,%:ﬁ"?’ H 7 4
Pofdp o LFFHEG HEZ TR IIMEAHA S
WIEA RS K FREEY EA KR
E-mailw # % sankil015@tmu.edu.tw > & ™ 7
(7% % % 3. 02-27361661 #7193 3 | 42 ) -

R
N 1)

i (R

O
‘Q\'\i T o Tml
N

W

E

e
X

&mﬁ%:umﬁﬁ@ﬁ,%ﬁﬁﬁﬁﬁi
AR P edy o REHMY O L RIm A AR
A R EE(-)E KA E R T
WArFErERE -

W e BE
SR HMERE A FEAF
AT XRERGFT=ZELF
t& 55 14700401000399



4117 5L 1 8071479
ATM gtk @ b3k & ¢ & bR B o 4247 i 5L 5 807

FLOE O OAMRPEIP R FRELEBFELEFT BT FER -



